CE7002_dpse

colored lines show conserved binding sites
(bcd=blue, cad=brown, Kr=pink, kni=black, hb=green)
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This plot has been obtained using GFF2APLOT. The most recent version is freely available at "http://genome.immes/sof tware/ gf ftool s/ GFF2APLOT. htm ". Copyri ght [11999-2003 by Josep F. ABRIL, Thomas WEHE & Roderic GU GO



